Figure 1 . Scanning and Sequencing by 
Complete Overlapping Probes 
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A = Mismatch 



' AAT m = AT mA -AT mB 



Figure 2. Scanning and Sequencing by Overlapping Probes 
with Single Nucleotide Spacing 
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a « Mismatch — If AT mB «0 and AT mB =0. then A AT m = AT mB only 




Figure 4. Effect of G:T Mismatch Position using 
20mer Probes 




Figure 5. Tm Shift vs. Position of G:T Mismatch under 
a 20mer Probe 




1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 
Base Postion of G:T Mismatch 



Figure 6. A ATm of G:T Mismatches at Different Positions 
using the Overlapping Probe Embodiment 
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